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1.	Personal Data
	Place of Birth: Boston, MA, USA
	Nationality: Israeli-US dual citizenship

	Family Status: Married (1992) +3
	Website: http://ch.biu.ac.il/chill 




2.  Education, Certificates and Degrees
	From-To
	Institute
	Area of Specialty
	Degree

	2004-2007
	Lab of Chemical Physics, NIH, USA. Advisor: Dr. Adriaan Bax
	NMR structure and dynamics of the KcsA potassium channel
	EMBO Postdoctoral Fellow

	1998-2004
	Weizmann Institute, Rehovot, Israel. Advisor: Prof. J. Anglister
	Structural Biology: NMR structure of the human IFN receptor
	PhD, summa cum laude

	1995-1998
	Tel-Aviv University, Israel
	Business Administration
	MBA, cum laude

	1988-1991
	Tel-Aviv University, Israel 
	Chemistry
	BSc, summa cum laude



3.  Current Positions
	From-To
	Institute
	Area of Specialty
	Degree

	2014-present
	Bar-Ilan University
	Chemistry
	Associate Professor 

	2007-2014
	Bar-Ilan University
	Chemistry
	Assistant Professor 



4.  Main Research Interests and Scientific Activities (brief summary; for details see next section)
· NMR-based approach to protein structural biology: structure-function relations in biologically-important systems, protein-protein interactions with biomedical/pharmaceutical implications
· Membrane-associated proteins: structure, dynamics and function, ligand-channel interactions, transmembrane protein-protein interactions
· Intrinsically disordered proteins – NMR methods for backbone assignment, transient structure, folding events, development of methods for studying structural propensities in IDPs
· Structural studies of aggregation-prone proteins and mechanisms of aggregation inhibition

5.  Administrative Positions Held
	From-To
	Position

	2019-present
	Vice-Chair Department of Chemistry

	2019-2020
	University committee for establishing a youth-program center

	2018-present
	Departmental teaching committee

	2015-2018
	PhD Committee Board, member

	2011-2014
	Departmental Public Relations Committee, Head

	2009-2010
	Head, departmental self-evaluation team for Council of Higher Education accreditation

	2008-2017
	Steering committee of the Biophysics program at BIU



6. Supervision of Graduate Students and Post-Doctoral Fellows
Currently supervising 1 post-doctoral fellows, 5 PhD students and 1 MSc students
Overall 2007-present: 4 post-doctoral fellow, 13 PhD students and 7 MSc students


7. Other Activities
	From-To
	Activity

	2017
	FEBS satellite meeting on IDPs – Organizer (with Prof. Dana Reichmann)

	2017
	82nd Israel Chemical Society meeting, member of Organizing Committee

	2015-2019
	COST Action BM1405 – Non-Globular Protein Network – member of Management Committee

	2015
	Israel Society for Biochemistry and Molecular Biology, Organizer of annual meeting (with Prof. Masha Niv

	2011-2018
	Coordinator of “Chemistry-for-High-Schools” project, Dept. of Chemistry, Bar Ilan University

	2010
	Organizing committee and Co-Chair– 1st EAST-NMR International conference, BIU, June 2010



8.  Funding (last 5 years)
	Year
	Funding Agency
	Research Topic
	Amount

	2014-2018
	Binational Israel-US Foundation
	Channel-toxin complexes reveal the mechanism of KcsA inhibition
	190,000 USD 
60% Chill group

	2016-2019
	Israel Science Foundation
	Affinity and selectivity in toxin inhibition of Kv1 potassium channels investigated by nanodisc technology
	160,000 USD


	2016-2019
	ISF-NCSF (China-Israel)
	The hepatitis C virus envelope glycoprotein dimerization as a model for helix-helix interactions in membrane proteins
	280,000 USD

	2018-2022
	Binational Israel-US Foundation
	The role of toxin dynamics in molecular recognition between KcsA and its inhibitors
	243,000 USD 
60% Chill group

	2018-2021
	M. of Science and Technology
	Cyclic peptides as novel therapeutics for LC amyloidosis: structure-based design and determination of efficacy 
	300,000 USD
50% Chill group

	2019-2023
	Israel Science Foundation
	Structural and mechanistic aspects of binding, folding and signaling of WIP, a disordered multi-functional polypeptide
	360,000 USD



9. Teaching Experience
	Years
	Course title
	Institute

	2007-present
	Inorganic Chemistry (undergraduate course)
	Bar Ilan University

	2007-present
	Magnetic Resonance (graduate course)
	Bar Ilan University

	2008-2019
	Biomaterials and Biopolymers (undergraduate course) 
	Bar Ilan University

	2018-present
	Spectroscopy and Structure Determination
	Bar Ilan University

	2019
	Statistics for Chemists
	Bar Ilan University


	
	
	


10. Miscellaneous
	Years
	Memberships

	2008-present
	Israel Chemistry Society, Israel Society for Biochemistry and Molecular Biology

	2015-present
	Biophysical Society

	Years
	Reviewer for Journals and Research Foundations

	2009-present
	Reviewer Nat. Commun., Biochemistry, JBNMR, Science Reports, ChemBioChem and more

	2010-2019
	Reviewer for research foundations, Israel Science Foundation, German-Israel Fund

	Date
	Awards and Honors 

	2009,2018
	Award for excellence in teaching, Bar Ilan University

	2006
	FARE Award (Fellow Award for Research Excellency), NIH, Bethesda, MD, USA

	2004
	EMBO long-term post-doctoral fellowship

	2004
	Esther Helinger Memorial Prize for Ph.D. thesis
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Book chapters

1. Samson, A.O.; Scherf, T.; Eisenstein, M.; Chill, J.H.; Anglister J. The mechanism for acetylcholine receptor inhibition by α-neurotoxins and species specific resistance to α-bungarotoxin revealed by NMR. Cholinergic mechanisms, function and dysfunction, 2004, eds. Silman I., Soreq H., Anglister L., Michaelson D., Fisher A., p.45-54, Taylor & Francis group, UK.
 



4. Lectures delivered in international scientific conferences

	Conference
	Place and Date
	Title of Lecture/Poster

	74th Israel Chemical Society Meeting
	Tel-Aviv, Israel, 2009
	Conformation and dynamics at the molecular hinge of the KcsA potassium channel (Lecture, invited)

	European Magnetic Resonance Meeting
	Dublin, Ireland, 2012 
	NMR study of structure and dynamics in the intrinsically disordered C-terminal domain of WIP (oral presentation)

	25th International Conference of Magnetic Resonance in Biological Systems 
	Lyon, France, 2012
	Combining NMR and sedimentation equilibrium for investigating oligomerization: a new view on KcsA pH-gating. (Lecture, invited) 

	3rd EAST-NMR meeting 
	Lasko, Slovenia, 2012
	A ‘divide and conquer’ NMR approach for studying structure and dynamics in the intrinsically disordered WIP (Lecture, invited)

	78th Israel Chemical Society Meeting
	Tel-Aviv, Israel, 2013
	NMR determines order and flexibility in polypeptide chains (Lecture, invited)

	9th Intl Parnas meeting: Proteins from birth to death
	Jerusalem, Israel, 2013
	Visualizing elusive molecular events using NMR methods (Lecture, invited)

	6th FISEB (ILANIT) Conference
	Eilat, Israel, 2014
	Disorder and structure in WASp-interacting protein shed light on its biological function (Lecture, invited)

	55th Experimental NMR Conference 
	Boston, USA, 2014
	NMR observes disordered-to-ordered transitions in WASp-interacting protein (oral presentation)

	European Magnetic Resonance Meeting
	Prague, Czech Rep., 2015
	Conformational ensemble of intrinsically disordered WIP: biophysical insights from 13C-detected spectroscopy (oral presentation)

	27th International Conference of Magnetic Resonance in Biological Systems 
	Kyoto, Japan, 2016
	Potassium channels in lipoprotein nanodiscs: insights into toxin inhibition and gating (oral presentation) 

	62nd Biophysical Society meeting
	San Francisco, USA, 2018
	From disordered polypeptide to functional regulator: a structural view of WASp-interacting protein and its complex with WASp in human T cells.
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